On the cover: In this 3D model, a H3 Hemagglutinin (HA) trimeric head group is seen interacting with the trimeric neck and carbohydrate recognition domain of recombinant human Surfactant Protein-D (SP-D), shown in red. Red spheres represent calcium atoms in SP-D binding site. A single HA protomer in the trimer is shown in dark grey. Modeling and molecular dynamics simulation studies showed that the trimeric architecture of SP-D positions it ideally for interacting with exposed high mannose N-glycans at sites Khatri, et al., pages 1895Khatri, et al., pages -1912 
